Application No. 10/509,024 
AMENDMENTS TO THE SPECIFICATION 

IN THE SPECIFICATION 

Amend the paragraph on page 1 8, line 1 7 as follows: 

Figure 3: Comparison of the signal sequences of different glycosyltransferases of L. 
mesenteroides (residues 1 -40 of SEO ID NO: 2) . The conserved amino acids are shown in bold. DSR- 
B: L. mesenteroides NRRL B-1299 (4) (SEOIDNO:45) ; DSR-S: L. mesenteroides NRRLB-512F (5) 
(SEP ID NO: 46) : ASR: L. mesenteroides NRRL B-1355 (6) (SEP ID NO: 47) . 

Amend -the paragraph on page 18, line 21 as follows: 

Figure 4: Alignment of 1 1 repeat sequences (SEP ID NOS: 50-61) of the DSR-E enzyme and 
observed in the variable zone. 

Amend the paragraph beginning on page 18, line 23 as follows: 

Figure 5 : Alignment of conserved sequences in the catalytic domai n (SEP ID NPS: 6-1 7 cind 
62-103) . 

• Block A: essential amino acids of the N-terminal portion of the catalytic domain; 

• Block B: amino acids of the catalytic saccharose binding domain; 

• Blocks C, D, E: blocks containing three amino acid residues involved in the catalytic 
triad (6); 

• Block F: sequence containing glutamine 937 of GTF- 1 studied by Monchois et al (7). 
The entirely conserved amino acids are indicated in bold. "*": conservative substitutions; ":": semi- 
conservative substitutions; — : gap. The numbering is that for SEQ ID No: 2. 
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Amend the paragraph on page 22, line 18 as follows: 

PGR was carried out with primers selected on the basis of the protein sequence obtained on 
an isolated band from gel electrophoresis (see supra, gel electrophoresis and enzyme localization). 
Two peptides were selected: 

• 29-FYFESGK (SEP ID NO: 1 8) ; and 

• 24-FESONNNP (SEP ID NO: 19) 

and used to synthesis degenerate oligonucleotides indicated in Table I below. 

Please insert the following new paragraph below Table 1 on page 23, line 1 1 : 
Table 1: SEP ID NOS: 18-27 

Please insert the following new paragraph below Table 2 on page 28, line 1 1 : 
Table 2: SEP ID NOS: 28-34 

Amend the paragraph on page 29, line 3 as follows: 

The GPSs produced by the isolated enzymes were analyzed by HPLC using the methods 
described in (1). The enzyme the activity of which was being investigated was deduced from the 
nature of the GPSs produced. After trypsic proteolysis and separation of the peptides produced by 
HPLC, 2 peptides: 29-FYFESGK (SEP ID NP: 1 8) and 24-FESPNNNP (SEP ID NP: 19) , were 
sequenced and used as a model for the synthesis of degenerate nucleotide primers. 
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Amend the paragraph on page 31, line 12 as follows: 

In contrast, certain sequences located in the conserved region of the glycosyltransferases and 
dextransucrases are not found in the CD2 of DSR-E. Thus, as indicated in Figure 5 below, the 
sequences FIHND T (SEP ID NO: 35) (2214-2220) and KGVOEKV { SEP ID NO: 36) (2323-2329) 
diverge from other consensus sequences of dextransucrases already studied, which are respectively 
NVDADLL (SEP ID NO: 37) and SEVPTVI (SEP ID NP: 38) . 

Please insert the following new paragraph below Table 3 on page 32, line 1 : 
Table 3: SEP ID NPS: 39-43 

Amend the paragraph beginning on page 32, line 23 as follows: 

The genomic DNA of L. mesenteroides NRRL B-1299 was used as a matrix to amplify the 
dsrE gene by PGR deleted from the sequence corresponding to the second catalytic domain. To this 
end, 2 oligonucleotides, ECHP-dir (5'- 

AGTTGTATGAGAGACATGAGGGTAATTTGTGACCGTAAAAAATTG) (SEQ ID No: 6 SEQ 
ID NP: 48) corresponding to the nucleotide sequence -6 to 39 and containing the translation 
initiation codon, and ECHP-inv-del (5'- 

GTATTAGTGAATAAGTATTCACCATTGCATTTATCGTCAAAATAGTACG) ( SEQ ID No: 7 
SEP ID NP: 49 ) complementary to the sequence 5889-5937 and corresponding to the peptide 
sequence YYFDDKGNGEYCFTNT (SEP ID NP: 44) . were synthesized, to fuse the C-terminal end 
of the deleted protein with a His tag present on the cloning vector. The PGR reaction was carried out 
using a DNA thermal cycler model 2400 (Perkin Elmer) with the Expand Long Template System 
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(Boehringer Mannheim) using the following temperature cycle: 94°C for 3 min, then 25 cycles with: 
30 s at 94°C, 30s at 55°C and 7 min at 68^C. The PGR product was then cloned into the pUNI donor 
vector and the resulting plasmid was used in a recombination reaction with the pCR-T7-AdsrE 
expression vector. 



IN THE SEQUENCE LISTING 

Please replace the Sequence Listing of record with the Substitute Sequence Listing enclosed 
herewith. 
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